Key indicators: single-crystal X-ray study; T = 153 K; mean (C-C) = 0.002 Å; R factor = 0.034; wR factor = 0.096; data-to-parameter ratio = 10.6.
In the crystal structure of the title compound, C 8 H 5 N 3 O 3 , intermolecular N-HÁ Á ÁO hydrogen bonds link molecules into centrosymmetric dimers. These dimers are, in turn, linked though weak intermolecular C-HÁ Á ÁO and C-HÁ Á ÁN hydrogen bonds andstacking interactions, with centroid-centroid distances of 3.678 (3) Å , into a threedimensional network.
Related literature
For related literature on biological activity, see: Masanori et al. (2003) ; Wolfe et al. (1990) . For related structures, see: Chadwick & Easton (1983) ; Etter (1983 Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes: (i) Àx þ 2; Ày; Àz þ 1; (ii) Àx þ 1; Ày þ 1; Àz þ 1; (iii) x þ 3 2 ; Ày þ 1 2 ; z þ 1 2 ; (iv) Àx À 1 2 ; y À 1 2 ; Àz þ 1 2 .
Data collection: RAPID-AUTO (Rigaku, 2004) ; cell refinement: RAPID-AUTO; data reduction: RAPID-AUTO; program(s) used to solve structure: SHELXTL (Sheldrick, 2001) ; program(s) used to refine structure: SHELXTL; molecular graphics: SHELXTL; software used to prepare material for publication: SHELXTL. anti-tumor (Wolfe et al., 1990) . We report here the crystal structure of (I) (Fig. 1) .
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In (I) ( Fig. 1 ), all bond lengths and angles are normal and in a good agreement with those reported previously (Chadwick & Easton, 1983; Etter, 1983) . Atoms N3 and O3 lie in the 1,2-dihydroquinazoline ring (C1-C8/N1/N2) plane, and the deviations from the least-squares plane through the ring atoms are all smaller than 0.026 (2) Å. The relatively short distances of 3.678 (3)Å between the centroids of 1,2-dihydropyrimidine (C1/C2/C3/C8/N1/N2) and benzene (C3-C8) rings related by (1 + x, y, x) indicates the presence of weak π-π interactions. In the crystal structure, intermolecular N-H···O hydrogen bonds link molecules into centrosymmetric dimers. These dimers, are in turn, linked though weak intermolecular C-H···O and C-H···N hydrogen bonds and π···π stacking interactions into a three-dimensional network.
Experimental
The title compound was synthesized by the reaction of 4-nitro-2-amino-benezic acid 18.2 g (0.1 mol) and formamidine acetate 10.1 g (0.2 mol) in 100 mL andryous EtOH, refulxing for 6 h. The solid filtrated and washed with 20 ml H 2 O, cool 30 ml EtOH and 30 ml e ther, respectively, dried under vacuum to obtain the title compound 15.8 g, yield: 82.8%. Crystals suitable for X-ray diffraction analysis were obtained by slow evaporation the solution of 7-Nitro-4(3H)-Quinazolinone in EtOH/acetone/THF (1:1:1 V/V/V) at room temperature over a period of one week.
Refinement
The H atoms were placed in calculated positions, with C-H = 0.95 Å, N-H = 0.88Å and included in the final cycles of refinement using a riding model, with U iso (H) = 1.2 times U eq (C, N). Fig. 1 . The molecular structure with displacement ellipsoids drawn at the 35% probability level.
Figures
supplementary materials sup-2 Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (4) C1 0.0225 (7) 0.0170 (7) 0.0208 (6) 0.0016 (5) −0.0005 (5) −0.0008 (4) C2 0.0170 (6) 0.0146 (7) 0.0183 (6) −0.0009 (5) 0.0062 (4) 0.0020 (4) C3 0.0171 (6) 0.0146 (7) 0.0174 (6) −0.0001 (5) 0.0056 (4) 0.0017 (4) C4 0.0208 (7) 0.0145 (7) 0.0217 (6) −0.0011 (5) 0.0049 (5) −0.0034 (5) C5 0.0192 (6) 0.0196 (7) 0.0185 (6) −0.0032 (5) 0.0010 (4) −0.0011 (5) 
